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Our protein degrader
building blocks are the
easiest way to generate
libraries of protein degraders
that can be screened for

effective degradation of your
target from cells.




Targeted Protein Degradation

Targeted protein degradation is an emerging drug Protein degraders are designed with three primary
discovery strategy that allows access to difficult-to- components: 1) a ligand at one end that targets

treat diseases. While traditional small-molecule or the protein of interest (POI); 2) a second ligand at
antibody drugs may only allow access to ~20% of the opposite end that binds an E3 ligase; and 3)

the proteome, degradation techniques may open the a crosslinker in the middle that joins the two ends
door to the other 80%.! The molecules used in these (Figure 2). The simultaneous degrader binding of two
approaches are called protein degraders, such as proteins brings the POI in close enough proximity for
proteolysis targeting chimeras (PROTACSs), bifunctional polyubiquitination by the E2 enzyme associated to the
molecules that eliminate target proteins from cells E3 ligase, which flags the POI for degradation through
(Figure 1).* the proteasome.!-
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Protein Degrader Building Blocks for Target Degradation

The design of small molecules for target degradation

is not trivial since even slight alterations in ligands and
crosslinkers can affect binding to the POI or E3 ligase.3
Thus, many analogs are synthesized - varying each
structure slightly — and screened in cells to discover the
optimal degrader for target degradation. To streamline
this synthesis, our degrader building blocks are a
collection of crosslinker-E3 ligand conjugates with a
pendant functional group for covalent linkage to a
target ligand (Figure 2). Furthermore, because the
same functional group is present across a series, one
target ligand can be conjugated to several degrader
building blocks in parallel for facile library generation and
subsequent screening (Figure 3).

Figure 2.
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Protein degrader building blocks are
permutations of the following components:

e Ligands targeting the E3 ligase Cereblon (CRBN) or
von Hippel-Lindau (VHL)

e Crosslinkers with varied lengths and compositions

e Conjugation sites with reactivity for common
functional groups
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Advantages

e Compatibility: Linkers conjugate to common
functional groups present on target ligands.

e Molecule design: Strategic variety encompassed
in the combinations of linkers and ligands aids the
design of target degraders.

¢ Synthetic time-saver: The E3 ligand-crosslinker
conjugates decrease the amount of time spent on
degrader synthesis.

Figure 3.
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Protein Degrader Building Blocks for CRBN
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Protein Degrader Building Blocks for VHL
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Heterobifunctional Crosslinkers
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Heterobifunctional Crosslinkers (continued)

s

N\ /) O, N
H H »
N O g O g O O O g O N N

L0 B T

-0
F
H
o) NmN\/\O/\/O\/\O/\/D\/YO]@/F
o
s
S

o o

e F
H
NN [N N N NN - N P} o £
é T o o o o o o ~
0 o,
;

o
S - N P

o

=z

0
Br A~ 0 g Oy,
H

o
B O O O O g O O
H
E
o of
B A 0 g0 .
H F
E
o o "
B A O g O O g O O O A .
H F
o o

/Y\MN/\ O g O g O O A

L

o o
s,s\r\/\)‘\u/\, 0 g O O O O O g oy

.
o o F
B PPN N AT N W D
K N I

-
o of
Wﬂ/\/o\/\o/\/o O g O O g O e .
s

i
W ‘\( ; F
\/H(N\/\O/\/O\/\O/\/D\/\o/\/o\/\0/\/0\/\0/\/0\/\0/\/0\/YD F
o o
F
¢

Hj\(%

o o

H H
N\/\c,/\/0\/\0/\/O\AO/\/C’\ﬂo/\/O\Ao/\/c\/\o/\/@\/}1 N~ N«k/ NJQ
o H o/)\/

DBCO-dPEG®;,-MAL
QBD10593

DBCO-TFP ester

QBD11815
DBCO-dPEG®,-TFP ester o
QBD11362 B oA o
Br. "~ 0. OH
DBCO-dPEG®,,-TFP ester R ¢
QBD11366
o

B g O g A o

o
B~ OH
Bromoacetamido-dPEG®,-amido-DBCO
QBD11221
o
B A o
Bromoacetamido-dPEG®;,-amido-DBCO
QBD11223
,,,,,,,,,,,,,,,,,,,,,, o
Br\/\)\c‘

Bromoacetamido-dPEG®;-azide
QBD11217
Bl oh

Bromoacetamido-dPEG®,,-azide
QBD11204

o>:0
)T

Br\/\/\/\N
H

Bromoacetamido-dPEG®,-TFP ester

QBD11200

Bromoacetamido-dPEG®,,-TFP ester
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tetraoxatricosan-23-oic acid
09998
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MAL-dPEG®,-NHS ester
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MAL-dPEG®-NHS ester
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MAL-dPEG®;,-NHS ester
QBD10284
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Phthalimidooxy-dPEG®,-NHS ester
QBD10011

Phthalimidooxy-dPEG®;,-NHS ester
QBD11135

SPDP-dPEG®,-NHS ester
QBD10374

SPDP-dPEG®;-NHS ester
QBD10376

SPDP-dPEG®,,-NHS ester
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2-(2-(Oct-7-yn-1-yloxy)ethoxy)acetic acid
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3,6,9,12,15,18-Hexaoxahexacos-25-ynoic acid
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MAL-dPEG®;;-Lipoamide
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o}

MAL-dPEG®;,-TFP ester
QBD10553

Hydroxy-dPEG®,-TFP ester
QBD11341
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Hydroxy-dPEG®;,-TFP ester
QBD11345

Amino-PEG.-t-butyl ester
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Amino-PEGs-t-butyl ester
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Amino-PEGe-t-butyl ester
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